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T/ MEEENE

Division of Genome Analysis

2001 £ 2 BiZk b AODIEEEF|DBEER 2 DD N—AZ X V3T LTRREN. ZORE,
1989 0 bEBRGHE L L TABMICHEES N TE 2 M/ a7 a7 MOE—DBIE, LHEER
FIDEAR BRNCH D Z L 27T, FELYV B ZZETEREL-NRICE, = Z&EICRIT ARSI
el L ONE BB O BTSN D 5. WA, FHRERMRHESNT (PCR-SSCP B4 FIA Lzt

N DOSAFRMFET 2 T —~ & LTY ) LFHERRRUKRBE L T 2. Z OSERMRRITIZ SEER SR %
DY) hTuYxy MOEBERT—<DUEDTHY, YRR TIIE 5725 HEROBSS XU Stk
WOBRSEEZ BIEL TS, b N AOSEEESIOMRIL, A% - EFEHY LW BB 51560
THDD, RRT—ZE2VNERR LD L THMNIFEELBITEZ b K& RBETHS. BIEER
DERBLUOERBANEDOTRL EO X512l TO B RMIAL, WEOTH, W, 1ARICRI T s
EEBIRLTVD. &LITRITHRERITOSIERREIOT-DIZ, DNA fEAREICE SV THEBE S -IEER T
MIBP1 DEFABERFORRERIS L UMM BE & OFE/EROIIT 21T > T\ 5.

Tk 13 FEOYUSBFORBILTO®RY Thotz. S FEMBRIELIRRE 3ETh - =B HEISITRZE
#REE  "Characterization of a transcription factor, c-myc intron binding protein 1 (MIBP1): Is function and mRNA
distribution” (Z& WEFAFEEAEUG L. EXRELRE AEOEAET)IHIERE "Multiplexed analysis of
post-PCR fluorescence-labeled microsatellite alleles and statistical evaluation of their imbalance in brain tumor" =4 ¥ B
HEEERUG L7, UEERERMELIRIE T H AR GEN FSHIZER & 72 - 7= LG E BN IRIZCHR "Genetic
analysis of the diabetes-related locus in rat: Genetic dissection of OLETF rat and construction of high-density comparative
map" (X TEFAELEEZEUG L7, 4 A L EEAYFROTRER, BHIRESFRHEL 1| FoEs
L, R4 FROEEBIFUTS | SR ETEE L. D TAEMRREHELE 1 £L LChEE—2Snomby,
BT THERMELRELET LIKEREIIS S5V TEERRIGEE L. BHRRE TR, B
MHER & U THIZER#RET T SRR Ri3 9 B ICEYLFHIERTORRIIER (KX k7)) & LTRAShE
BL 7. BRERE AR T ORI RSRRTSCIIse R & L TRtk L7

A.PCR-SSCP i&I2 & 5— GRS R 7 —h—(SNP) DKIRIEART

t ) AOESNHENC Lo ThO &V BHY, Zok 5758 (BE) MEABOREHERR (W
PWLEE) DENELZHT. BEMRRERORR LT, TN TORRORBEI ISR EERNEET 5
728, 5 ) DESIDSAREE TS 5 2 L IEFIICHEE TH . ZRIORH TR HEV \DH—HEEEH (sngle
nucleotide polymorphisms : SNP) T, ADEEAEE AP LU TH 1 kb 121 -OFEETS. SNP O—i
BEFEYOERLROEL L-OT. —F, EEOBGHIRELIZR LRV R~——& LTHRR SNP 1%
BHoLHHBINTND. Z0X ) ZEHFEOL L1T SNP (TR CIE S TF— F _R—R IBE SN TR
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Y, TOEIEEFELEGEL TS,

2 1 ZPCR ZFIA L TH /) b DZRIERAHRD Tl ~ RS THRHI 5 PCR-SSCP & BRFE L, S HITPCR
PEMOBENZER 7 L AT FIZ L D18k Post-PCR Labeling) &, HEREEMOF+ v'7 U —XOH#EE)
—r P2k 558 (Automated Capillary Electrophoresis) Z#HA& o8 7= PLACE-SSCP & FIR L7-.
PCR-SSCP 1EIT—HEHEDEFE LA BRI TE 2D T SNP DRHITRSIOZ LITE I ETHRV, b~
LIzERTD SN D7 L/UEELZ TEHEZRD D Z BN TED LW OB HD. WEETT—FN—RITR
FBENTND SNP DIF LA EIEZOT LIVBEENRTES LI TRV, MHRLT5ANETEDRESEM
T DERET B LEDSH B, PLACE-SSCP ¥EIZ K W BIEANTAD Z LA TE S, EhIT, SNP ZAVWTE
BRI HET DRETFE ROTHIT-0ITE, £ DAD DNA FEITEITV, ZORTUE->TVWDANEE
5 TRVADE THEDEF MR- THERT 5208 5 D2 HatN T+ 2 48035 553, PLACE-SSCP iX
DX T BE LTS,

7 ) b ECEEECAHET D SNP 2 AFENTTITIRI AT 272018, BxTFrET ) =T LA%
SeEE—4 L —% AV V= PLACESSSCP 1D AT AR LTS, ZOVAT MIKEATEITH DT
VRN KBOT —F R L LB L 25, $hRMIZ LS IEREZ SNP DEEDORERITO 12dDY 7 hy=7
DY AT LBEFC OGRS, ST LERIEROFERROBBIC2NE DT TS, iz, ERTEDL
N7z SNP 5% T —F ~N—2 L LTARL, WAWARIIFRIRL TN E LTS,

B. BIEFOERB L USE & BIERE & OREDERT

Foa BEAR LIZHERR b T IEERRVD E~v A 7 0T oA bv—h— Q—4 WEH LR 5KV IR LE
Fl) DRATOIIRE AT ZEMTE D, SOIHFED~A 7 uyT T4 h~—h—2 R HDENETITEL,
7> PCR EEMIDR &S 2E %5 2 & T—RIOBRKE CERD~—I—%fT5, Thbbe sy T54

N OB SHIAER E ~ VF T 7 AMUBNTHEETNL LTz, ZHUZ X o GESIENTE & b TA S 1> O %lh
KBIRADE Il ZOFERRALT, IRFMEROBEHRE ThH 5 FIRHRB MR FAEEED
EHARTER B2\, REBFRERTORELRET D Z L AHERT-.

%< DB TIIBEIHIEGFORKD, FORE  ETICEE L T\5. YHRECIIMEBEI KT 28IET
RISBEROIAERZED~A 7 a¥T 54 h<=—Hh—%& A\ 2 LOH (loss of heterozygosity AT & D BRETL,
I X HBEFEMODBNEFHAOMCL, BB TL I L LTS,

LOH i S FRIEDTZODFETHY, BIAEE TS VA~ THELOWMEDRHD. LORRT
U F—~ ORI LOH TSRS H 5 = LR ENTWS. FlxiE, Bfafk 10 %D LOH 73
glioblastoma 12%6<, Yufafk 1 E&EWa(lp), 19 FREHE(199)?> LOH 23 oligodendroglioma (AR CESREEIZ R Hil
B EDEBN TS, Oligodendroglioma 13 astrocytoma &£ 0 HHEFITHMBRL, (WFEREIRGLTVVD
FERA RSO EE R BRA VR0, BEEFOMEL~——22<, Ldb oligoastocytoma D& H
72 mixed tumor 72 EDIFHEL H Y FFEBINIT L SEBHEOMRTRTHS. £ LIZHT 1p,199 @ LOH A3
oligodendroglioma D43 F~—H—IZ/2 VFDDTIXRVDEWV D FREMSERE EN T 5. F7z, anaplastic
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oligodendroglioma M T¥ 1p LOH 3% 23S HUFREIUE LTV E W 8 b5 Y, BRROBIETO
TBRTERRTEIZS ) METAYSA SNDFTREMDSBIT T &7, LA, EBESL AT 254, EEERD
RAHESHIRAD heterogenity DORIEAH Y, ZEIHYR LOH HIESHERAR MEENB. ZD7=s, #EIC L
2T LOH DIFEIZIZODENHD. T I THRAIIT VIV ERSNEHUE L, SEHO2 0B %4T H BTS2 T A
ZHESLLTZ. ZHUZE > TLOH 2FBHICHIES D FIEEHEL L 2 ) A—~ D LOH f#ifr 417 o 7. ZOREE,
1p LOH 7247 Tl oligodendroglioma (D~—#—IZ72 W 15, £2 L5 10q ? LOH 73 oligodendroglioma & astrocytoma
DRFRWARTHZ L\ S FEmcE Tz

=%, A7 a¥T 74 SO TOERORY PMEREDFERNO—OTHD Z LBHLNATNS (=
A0V T T4 b, BOTEMERY IR UESIOBRBEREEN) . £ TR 7 0% T 54 R ROl
BRI —IIBERD L v MRS 2 —%BR L, THhOSKIEDSA BRI CET 2 L XY o 1<
T EZATLI.. ZORR, <A 7 a7 T4 MRS L X2 DNA R A 5—E0%% DNA HOEIEL
R L2 DMFADD D T & BTNE T HRER TS

HBFFEE TIEES % b BIG FATENN 2 £ U CRRIRDEFRFIEE LRI A1T, & M MEREES
IBALT, —H e MOEWPEORRRERD TOE TN EEZ TS,

C. EEEET MIBP1 DHSRERRHT

#25 R MIBP! (c-myc Intron 1 Binding Protein 1) (IEEHLTF c-myc DA > b 1 58I SH 5 REFRE ERIC
METHEAEE LTRIESHZ. 2K DNA 22— R&h5 MIBPIL (% 2437 73 /B0 b2 5ERBHT
T, zdnc 74 > H—LFHEND DNA #E RAA & NFKEE CHRRIOBEN- 2 BT, Lo Tom
BRI L ED2 hFRIFEE L, 8 LIED% 5 & HED LV 5BER LoD TR e X b s,
MIBP1 &[RC MHC-binding protein (MBP) 7 7 3 U —IZ B¢ A IMDE FIISBi & LI i8b a4 72 8E T
DOFEREIBIFEET DI EAMBN TS, LA L MIBPL 12 & 2EHSEEF RO D F A N =X A,
B, B CE B AR BRI TH 5.

MIBP1 DHREZ AT 5728, £F° CAT 7w EAIZLY MIBP1 7 cmyc DRBICRITTHEY A~ 2
& MIBP1 (& cmyc D P2 7' 0E—2—) LRSS 2 & 25 o 7=, IKIC yeast two-hybrid sysem %
AWT MIBP1 SAHEVERT2EEEOREEITV, BEME Ski-nteracting protein (SKIP) %[RIE L7=. MIBP1
& SKIP OHHEAERIT invitro, invivo DRTT CREE 5 Z L AHERS -, &5IZ MIBP1 2%HL LTV 54,
HREZRIET B720IZ insi hybridization #1T->7-& 25, MIBP1 I3ET v MNOBER, KMRE, #HE,
RS BRL TV, ZORBUI=2—n T, Y7 THZEALRLNRD 5T Ty MERT
IHiE4 16 READL 18 BHEOMIBIARNET Liz=a—u b2 b KD cortical plate TR < 5,
LTz, BLEDORERDS MIBPL I3 EAIO /M ECHERHCBE S L T Y, FOBMEIC cmye ORI
SKIP & DHHASERANE > QWS RIS Sz
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D. DNA ZHRALT=-7/ W&kt

DNA DEFEFFNIFZ I DA OEMTS A2, RERCRET 2EHEE- TV 5. BTBERRE
WETDRL O 2METHS. EHIZ DNA XN b DEREFTAH T 720 OWEMEFAREE 2 FRICRA LT
%. &L D DNA DIFHELERRES & £ OB LEHE, BIH ACGT DEgZRFUE, AT RO GC Dk
HTERREEFIAIL T, Afmaiid 0TI, ERAIMBELHIEL, 2> >TOMiEL DNA BHICL->TH
AN S E D Z L 2R TV D GIMEEREBOBLA) biEt ) . BlbmRiEE 2 BUET I ERD R
ROTNTY XBBF, i AVEEROERREEE RN, FRINEEORE, hiaflfL-2E
OFIFEORE & EfEAT o TN,

E S EE S
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Yeast two-hybrid system % F\ V7~ MIBP1 #5478 HE ORI R UFET.

524 BIRASFAWER TR, R
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%24 BB ARG THEWPERES, R

AAREFER, BHEE, BEE—8, PREX HEaTE EERT &5 2001, 129-1712)
SNPYZHRIERFHHENRTZDT- 5D High-throughput SSCP HEDBH%S.

24 BIRASFAWERFS, R

EHHEE, B, i, AREER, KB OB, BERTE A S 001, 129-1212)
NVF Y BT ) —ERbKEERE % FAV V- high-throughput PLACE-SSCP EDRELHS L UKHIE SNP e
25 DO,

24 BIRASTAWERFS, HE
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T/ ABBEES T

Division of Disease Genes

UPIGEETIY, SHECBE DS EORAN TS, BMEH S OmK NS h 5l
EFOBEEETOREZAZFENSRICLT, b RIS E LRIEICHERD, MBI URETS$5S
O FHEYAITFEE AW TEOD HEEZHOMNCT B2 L2 BIEL TW5. S FEYPHARINC BN
THEPERRIBO THATHED, b N TN FEIEN S B0), NARERIAEES T &
ES TN, 18 GEIRIIERERERIC LD BIER I SN - RERE L L TEDDIEER
(L% 505, UPREETE, —BOBETOREC L VRS EBETRC, EROEET L RERT
OHEERIZLDRBET2ZETFRENSREL, IS O 2E L CESEREFIHSS oSS0 S EHE
REMRTIHIEEZERLTED, X 5ICRROHBLI NSO H G LN EEZ TS,

2001 FOPFREDFIIBIEN, FEALN 5 RLBH LR 18, BLOIUNKEEE
HAEEORE HE, &) B TH3.

A. S BRBALRE TR ONEE
a. TEBREBAIRIT

Japanese Schizophrenia Sip-pair Linkage Group & U T 130 55% 337 BKIZDE, £4°/ Aichi=5%
10 M BOX—H—417 BERVW-EERITET, 2REEOBIIINT L. S5RICE SR TITE
$2R9 LOD fH 2.2 PLEOERIRMIN 720, BY > N0 25/ E R 3p26, 22q11
IZ suggestive 7REHHIR SNz BbEVLOD flld 22q11 0 2.7 TH 5.

b. BEEARHT

FERIZIROASHEERAAIRICE DL TR DBIOVIVS I DBRERERG M5 R—/3 >
BEIUINEY I D ERBRRIEFERIEBMOZIRE OREE, AR fyRIEE S B L OB
HEREGEOBA TIELZY > PNV ERWTRIL TS, R—/X3 2 D4 AR T(DRDY) DRESENT
ZATOASMC L7 OE— S I D ZRIERRL, 10 o SNP 2RI, 20 5 DO SRS
208 4, fEHRE 210 & CREEMNTEIT O IABREIIAS Vs o7z F/2 DRDA I S—VF )54 DB
ENSBIEHINTHD, FORER. negative regulator FEND 1 D SNP AVS—F1) 574 R
9% 4 JKtEFHED—D Reward Dependence EBSEL TV= Mitsuyasu et al., 2001).

IWVE I SR T I ATOEHRNFITEIT O TS, AFIRhOEy 73454k 2 B5EET
(GRM2Z ) O— AR RAERFEFIEREL, I— RMEROZRRRETo7Z. TORE 10 BEDEFEER
ZEO 12 fAOHHL SNP ZREEL = & SNP ICOZBIERTE(T /& 25, 6 oD SNP IZDW T
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SYZHREECOEEIE 70, MEMIITARERRD SV -7 (ooetal, 2001).

Grinl O/ w557 TR TIHEFIEFRRDTERENESND. LML I— FEROZRIIDONT
BN STV, I T GRINI O7OE—Y—ESOBESE2RaT 5720, BRC /04—
EENSESNTVWS Sy b Grinl LHEHEOHS 5 HRESH 1 kb IZDWTEERTREIT, 17 BED
SNP ZFEELZ  1{#D SNP ZROTIWTNHESERET, HSYREERE 191 Bk LT 216 Bk
ORICEBRZEIR 5o/ (Tanietal., in press).

T SR A X R 5 RGBS T (GRIKD) DOI— REBROZEOBRRET, 2 EOREE
& 1 EOIEFREER) 5725 3 EOFHZEESE 6 ED SNP ZREELz. HEAE 3 o SNP i
DT, FNTOYA FOWTHEERITEIT 720, AEAEIIFED SV > 7= (Shibata et al,
2001). LAEMS DRD4, GRMZ2, GRINI1, GRIKI {3HANER CORMORIRRBEICRE SN
EEZLN

—4, AMPARIV V& 3 L BSSRABSRIET (GRIAD BLURAZ R M OBy &7 5554k 3REBIET(GRMI)
IZDWTE, Bith%E BiF5720850 kKb Z&OBEENT 10%EA 1D SNP % fiW CESEA T 21T 7.
GRIA4\ZDOWTIE, 281D SNP IZL AN\ T YA AZHBNT p=0.0057 TAEENFRD 5N Makinoet al.,
in press), GRIA4 fESITEHITHRBEEICES L TWAZRINEEL TWATRIREEIRS Nz, 2
GRM31Z2DoWTIiE3 DONT Oy 1 7 TRID TR MEDp (p=8.30x10") THEEEHNERD SN Fujiietal,
in press), #J 100 kb ORESNICRERSHECET ST 2ERIFES SRS <, REEIEICRLER
L5 5ZBEHRFTH 5.

c. EFINEMICK DM

FHFRREDET )V EEZ SN TN SRR RICBSE S 5 BT OBRME, A5 T7xF3
SA%ESy Nk S differential display ZRWTTo/z AY > T 18 I ARBICKOREWTUEST 50
O—>ELTTY> 7477142 1 cDNA &5y MRIRENSHBEL, Ot MYRRTFTHS AMPH
LAEMER & DBSERfTE T > TS,

B. EXFRA FLAERARICHT 3R
a. HSPB2 &&UoB-2 Y R4 V) Vi REFOHESRHRGRRMEEIBONST

[ENFRSS 3 v /BEER HSP27 248 & LTE TR 9OBEISN TS, &4 DEETHIRLS
Pefafhk FICRIBL TOWAH, oB-27 Y AY Y ABETFERADRRL - HSPB2 BETAHIR—Sek L
1T 9% 959 bp EBETT head-to-head THHEL TW%. T3l THTET 5 2 DB FOMMMR
HIREEREH A ST B7DIC, oB-2 ) A% ViliETFH 5\ N3 HSPB2 BIETO 5 Lz bz
ICHERE L LR —BETEEAL TR S DAV oy FIARERL, M 125 AREERD HLE
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L7z ZORER, HSPB2 ORIk ORI IBEFRFERICAET 2 E-box MVETH S - LR EN
HL7 GRoCERT). I5I120B-7 A ) S BIGFORGETORBINEL T 2N\ 2 —DRECHR
L7

b.oB-2UR& YDA L RGEBIBONIT

oB-Z V) RZ ) AIFREERTIEA) I7> ROY MIRBL TRERL T\, i iRE Tl
THREMIESEI AR ST 2 RORPET A S O MCERRO NS, RLIHIEL NV TE, BEHE, 7
VILAFLIEETOB-7 VRS ) S ORBATTES 5 Z EEASMNI L. TOT—5—BHiTOE, oB-
ZUAS Y LBETO ERICHES 58 3 v IRVETL A2 b HSEMZ b LRI L BEEEHLICEE
THBZENDNDTz TN T RT vEAIZEDAYTLA N A TIIB 3 v VEERTF HSF,
—%5, 83 v/ T HSFL %Y HSE #8795 L\ S5#R%E7- Sadamitsu et al, 2001). HSF1 2k
8L HSF 2 DAWPAESRITILANE L, BHEHSF2 OEHUSHE I TH 5.

c. HSPB2 D#IlIRRBIEDMT
HSPB2 I3X U AD LIS EHA TREIR S, B2 RO R 7% SN 2R CRED B,

BA&IE HSPB2 1) > B> MEREEHIFICL T HSPB2 Iod 2R EH A% ERL, C2C12, KNS8I
Mific/s &C HSPB2 OHIIINRAERFRNTz. BUMEERAIZE D HSPB2 (MM Bk BIEL 20
B AL RUTAEE L TWAFEAES = MIEORE, HSPB2 133E2 LA FTidEe
AEENCAHEL TOE, B NLAZMNT S ES b2 R PES ENAEES N EN SN X5
\Z HSPB2 D3HEREEIC & D BMHEDOHIAE SN, LLEORELD HSPB2 133 ha RY TITERH
ITHEE LA DL AREICBEE T AR ED SR E M= (Nakagawa et al., 2001).
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